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294 



165 



170 
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296 Asn Gly lie Gly Ser Thr Leu Thr Asp Thr Leu Ala Gly Ser Ser Ala 

297 180 185 190 

299 Ser His Val Asp Ala Gly Asn Gin Ser Thr His Tyr Thr Arg Ala Ala 

300 195 200 205 

302 Ser lie Lys Asp Val Leu Asn Ala Gly Trp Asn lie Lys Gly Val Lys 

303 210 215 220 

305 Thr Gly Ser Thr Thr Gly Gin Ser Glu Asn Val Asp Phe Val Arg Thr 

306 225 ' 230 235 240 

308 Tyr Asp Thr Val Glu Phe Leu Ser Ala Asp Thr Lys Thr Thr Thr Val 

309 245 250 255 

311 Asn Val Glu Ser Lys Asp Asn Gly Lys Arg Thr Glu Val Lys lie Gly 

312 260 265 270 

314 Ala Lys Thr Ser Val lie Lys Glu Lys Asp Gly Lys Leu Val Thr Gly 

315 275 280 285 

317 Lys Gly Lys Gly Glu Asn Gly Ser Ser Thr Asp Glu Gly Glu Gly Leu 

318 290 295 300 

320 Val Thr Ala Lys Glu Val lie Asp Ala Val Asn Lys Ala Gly Trp Arg 

321 305 310 315 320 

323 Met Lys Thr Thr Thr Ala Asn Gly Gin Thr Gly Gin Ala Asp Lys Phe 

324 325 330 335 

326 Glu Thr Val Thr Ser Gly Thr Lys Val Thr Phe Ala Ser Gly Asn Gly 

327 340 345 350 

329 Thr Thr Ala Thr Val Ser Lys Asp Asp Gin Gly Asn lie Thr Val Lys 

330 355 360 365 

332 Tyr Asp Val Asn Val Gly Asp Ala Leu Asn Val Asn Gin Leu Gin Asn 

333 370 375 380 

335 Ser Gly Trp Asn Leu Asp Ser Lys Ala Val Ala Gly Ser Ser Gly Lys 

336 385 390 395 400 

338 Val lie Ser Gly Asn Val Ser Pro Ser Lys Gly Lys Met Asp Glu Thr 

339 405 410 415 

341 Val Asn lie Asn Ala Gly Asn Asn lie Glu lie Thr Arg Asn Gly Lys 

342 420 425 430 

344 Asn lie Asp lie Ala Thr Ser Met Thr Pro Gin Phe Ser Ser Val Ser 

345 435 440 445 

347 Leu Gly Ala Gly Ala Asp Ala Pro Thr Leu Ser Val Asp Asp Glu Gly 

348 450 455 460 

350 Ala Leu Asn Val Gly Ser Lys Asp Ala Asn Lys Pro Val Arg lie Thr 

351 465 470 475 480 

353 Asn Val Ala Pro Gly Val Lys Glu Gly Asp Val Thr Asn Val Ala Gin 

354 485 490 495 

356 Leu Lys Gly Val Ala Gin Asn Leu Asn Asn Arg lie Asp Asn Val Asn 

357 500 505 510 

359 Gly Asn Ala Arg Ala Gly He Ala Gin Ala He Ala Thr Ala Gly Leu 

360 515 520 525 

362 Ala Gin Ala Tyr Leu Pro Gly Lys Ser Met Met Ala He Gly Gly Gly 

363 530 535 540 

365 Thr Tyr Leu Gly Glu Ala Gly Tyr Ala He Gly Tyr Ser Ser He Ser 

366 545 550 555 560 
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Review the Sequence Listing to insure a corresponding 
explanation is presented in "the <220> to <223> fields of 
each sequence using n or Xaa. 
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Output Set: N:\CRF3\07252001\I771382.raw 

L:1228 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1228 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1231 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L:1231 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1234 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1234 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1237 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L:1237 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1240 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1240 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1243 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1243 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1246 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1246 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1249 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L:1249 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1252 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L:1252 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1255 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1255 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1258 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1258 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 

L:1261 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1261 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1264 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L:'l264 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1267 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1267 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1270 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1270 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1273 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1273 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1279 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1279 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 

L:1285 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1285 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1294 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L:1294 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1297 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L:1297 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1309 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1309 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1312 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1312 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1315 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1315 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:1318 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:1318 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 
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missing, <222> not found for SEQ ID# : 11 
used, for SEQ ID#:11 

missing, <222> not found for SEQ ID# : 11 
used, for SEQ ID#:11 

missing, <222> not found for SEQ ID# : 11 
used, for SEQ ID# : 11 

missing, <222> not found for SEQ ID#:11 
used, for SEQ ID# : 11 

missing, <222> not found for SEQ ID# : 11 
used, for SEQ ID# : 11 

missing, <222> not found for SEQ ID# : 11 
used, for SEQ ID#:11 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
used, for SEQ ID#:22 

missing, <222> not found for SEQ ID#:22 
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L:2068 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:22 

L:2070 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:22 
L:2070 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:22 
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